Association of CTLA-4 gene polymorphism with oral squamous cell carcinoma.
Oral squamous cell carcinoma (OSCC) is a worldwide problem. The main mechanism of tumor immunity is the destruction of tumor cells by cytolytic T lymphocytes. Cytotoxic T lymphocyte-associated antigen 4 (CTLA-4; CD152), a negative regulator of T-lymphocyte activation, plays an extremely important role in the immune tolerance and anergy. This study was designed to investigate the role of CTLA-4 polymorphism in OSCC. The CTLA-4 +49 A/G polymorphism was studied in 118 patients with OSCC and 147 healthy controls by using restriction fragment length polymorphism (RFLP). The genotype and phenotype frequencies were evaluated in Fisher's exact test. There was no significant difference in the frequency of CTLA-4 polymorphism between the OSCC study group and healthy controls. The CTLA-4 A/A genotype was significantly associated with a younger age of onset of OSCC (P = 0.04). The AA genotype was associated with significantly poorer survival (P = 0.003). The present study is the first to shows that the A/A polymorphism is associated with poor survival in OSCC in Taiwan.